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Organism sSE £ 6 £ 5 B 3.2 6 G @ =l ania  SNe A uakd 2 Ed b B2 d 500 & hhdlEEdosE;23ciarasz5050 = & o &
Budvicia aquatica 03030 00 Ta0 e ik 0 IO 0 1 0 27/ 0B 0/ X100 0 68 M 67AaN 0 MK GONMN O B 0/ 1 0 (/5D B0 10505801093 K 0/ 0 002750 08 20 275 S0 0= 051000 =03 80 =40
Buttiauxella agrestis 0 100 0 100 0 ©0 0 0 0 100 100 0 80 60 100 100 100 0 100 0 100 0 0 0 100 100 100 100 100 100 100 O 0 100 100 0 60 100 60 0 0 0100 0 100 0 100
Buttiauxella brennerae 0 100 0 0 0 0 0 0 0 33 100 0 100 100 100 100 67 0 100 0 100 67 0 0 100 100 33 100 100 100 100 O O 100 100 67 67 67 O O O 010 0 100 0 100
Buttiauxella ferragutiae 0 100 0 0 0 0 0100 0 8 60 0 40 0100 100 0 0 100 0 100 0 0100 100 © 100 100 100 100 100 40 0 10 0 0 0 6 0 0 0 0100 0 100 0 100
Buttiauxella gavinige 0 100 0 20 0 0 0 0 20 0 8 0 60 100 100 40 60 0 100 0 100 100 0 0100 0 100 60 100 100 100 0 ©0 10 0 8 0 8 40 0 0 0100 0 100 0 100
Buttiauxella izardii 010 0 0 0 0 0 0 0100 10 0 67 100 100 100 100 0 100 0 100 0 0 0 100 33 100 100 100 100 100 O O 100 67 O 33 100 67 O 0 0100 0 100 0 100
Buttiauxella noackiae 33 100 0 33 0 0 100 0 67 0 100 0 100 100 100 100 O 0 100 0 100 0 0 0100 0 100 100 100 100 100 33 ©0 100 0 O 0 100100 0 0 010 0 100 0 100
Buttiauxella 0100 0 3 0 010 0 0 010 0 33100100 10 0 0 10 0 100 0 67 0 100 0 100 100 100 100 100 0 010 0 0 0 0 0 0 0 0100 0 100 0 100
warmboldiae
Cedecea davisae 0100 5 95 0 0 0 0 5 9 95 0 8 91100 70 19 100 100 0 99 0 0 0 O 10 0100 100 100 100 5 0 45 0100 O O O 0 O 010 0 9 0 100
Cedecea lapagei 0 40 8 9 0 0 0 0 8 0 8 0 100 99 100 100 60 0 100 0 100 0 0 0 0 0 0100 0100100 0 0100 010 0 0 0 6 100 0100 0 9 0 100
Cedecea neteri 0100 5 100 0 0 0 0100 0 100 0 65 100 100 100 35 100 100 0 100 0 0100 O 0 0100 100 100 100 O 0100 0100 0 O 0 0 10 010 0 100 0 100
Cedecea species 3 0100 5 100 0 0 0 0100 0 10 0 100 0 100 100 0 50 100 0 100 0 0 0 0100 0 100 100 100 100 50 ©0 100 100 100 0 O 0 5 100 0100 0 100 0 100
Cedecea species 5 0100 5 100 0 0 0 0 5 50 100 0 100 0 100 100 0 100 100 0 100 0 0100 0100 0 100 100 100 100 O 0 100 100 100 O O O 50 5 0100 0 100 0 100
Citrobacter 100100 0 9 5 8 0 0 8 95 9 0 9 110 9 3 9100 1 30 0 0 9 9 5100 9 9 100 10 2 0 5 0 0 60 9 9% 8 0 0 9 0 9 0100
amalonaticus
Citrobacter braakii 33 100 0 87 60 47 0 0 67 93 & 0 100 0100 93 8 7 100 33 0 0 0100 100 7 100 100 100 100 73 33 O 0 8 0 8 100 9 5 0 0100 O 80 0 100
Citrobacter farmeri 100 100 0 10 0 5 0 0 8 100 97 0 93 0100 9 15100 100 2 9 0 0 98 100 100 100 100 100 100 100 75 ©O 0 100 O 65 100 93 8 O 0100 0 100 0 100
Citrobacter freundii 33 100 0 78 78 44 0 0 67 0 8 0 8 11100 8 78 8 100 11 0 0 0 100 100 44 100 100 89 100 44 11 ©O 0 100 0 100 100 100 44 0 010 O 8 0 100
Citrobacter gillenii 0100 0 3 6 0 0 0 3 0 67 0 100 100 100 100 67 33 100 0 0 0 0100 100 0 100 100 100 100 67 0 O 0 67 0 67 67100 0 0 0100 0 67 0 100
Citrobacter koseri 9100 0 9 0 75 0 0 8 9 9 0 0 95100 98 50 40 99 40 15 99 0 99 9 0 99100 100 100 99 40 0 1 0 9 9 9 9 75 0 010 0 9 0 100
(C. diversus)
Citrobacter murfiniae 100 100 0 100 67 67 0 0 67 0 100 0 100 0 100 100 67 33 100 100 33 0 0 100 100 33 100 100 100 100 100 O O O 33 0 100 100 100 33 0 0100 0 100 0 100
Citrobacter rodentum 0 100 0 0 010 0 0 010 0 0 0 100 100 100 100 0 100 0 0 0 0100 100 0 100 100 100 100 100 0 0 0 O 0 0 1010 0 0 010 0 100 0 100
Citrobacter sedlakii 83 100 0 83 0100 0 0100 100 100 0 100 100 100 100 100 0 100 100 17 0 0100 100 0 100 100 100 100 100 O 0 17 100 0 83 100 100 83 0 0100 0 100 0 100
Citrobacter werkmanii 0 100 0 100 100 100 0 0100 0 100 0 100 100 100 100 17 0 100 0 0 0 0100 100 0 100 100 100 100 O O 0 O O 0 100 100 100 100 0 010 0 100 0 100
Citrobacter youngae 15 100 0 75 65 80 0 0 5 5 95 0 95 5100 75 25 20 100 8 10 O 5100 100 10 100 95 100 100 45 O O 5 10 5 90 100 100 65 0 0 8 0 9 0 100
EntericGroup 137 100 100 0 0 0 70 0 0 20 100 100 0 100 0 100 0 100 100 100 0 100 0 0 100 100 100 100 100 100 100 100 80 0 100 100 0 100 100 50 100 O 0 100 0 100 ©0 100 0 100 90
(5 strains)
Edwardsiella hoshine 50 100 0 0 0 0 0100 0 95100 0 0 100 100 35 0100 100 0 5 0 0 0 18 0 010 010 0 0 0 0 0 06 0 0 0 0 010 0 0 010
Edwardsiellajctauri 0 0 0 0 0 0 010 0 6 0 0 0 010 5 0 0 0 0 0 0 0 {DIRNO AR 0/ 0100 S S ORI0 S 0 S8 G0 = S0 50/ 8 0 S 0 SR 0SS 0015100 SR 0 I OO 00)
Edwardsiellatarda 99 100 0 1100 0 0100 010 9 0 0 01010 0 0 0 0 0 0 0 0 9 0 010 0 0 0 0 0O 0O 0 03 02 0 0 010 0 0 0100
Edwardsiellatarda 100 100 0 0 0 0 0100 0 100 100 0 0 010 5 0100 100 0 0 0 0 D10 0 010 0 0 0 0 0O 0 0O 0 0 0O 0 0O 0 010 0 0 0100
biogroup 1
Enterobacter 0 5 98 9 0 2 0 9 0 9 9 0 9 95100 100 95 100 100 5 100 98 95 100 100 96 99 99 100 100 100 .95 O 98 99 100 98 90 9 5 0 0100 0 100 0 95
aerogenes
Enterobacter 0 7100 70 0 0 0 0 9 5 9 0 100 91 100 100 70 100 100 0 91 0 0 9 100 100 100 100 100 100 100 55 O 91 100 0 0 35 9 0 0 0100 O 91 0100
amnigenus
biogroup 1
Enterobacter 0 65 100 100 0 0 0 0 35100 100 O 100 100 100 100 35 0 100 0 100 0 0 100 100 0 100 100 100 100 100 100 © 100 100 O ©0 100 0 O ©0 0100 0 100 0 100
amnigenus
biogroup 2
Enterobacter asburiae 0 100 2 100 0 60 O 0 21 9 0 0 97 3100 95 75 100 100 0 100 O 0100 100 70 5 100 97 100 100 95 ©0 9% O 0 11 21 30 & 0 0100 0 100 0 100

From CDCP, Centers for Disease Control, Atianta, Ga.
KCN, potassium cyanide; TSI, triple sugar iron.
*Each number is the percentage of positive reactions after 2 days of incubation at 36° C unless noted otherwise. Most of these positive reactions occur within 24 hours.
Reactions that become positive after 2 days are not considered.
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Organism Pl ol ey s deer Mk R e el S i e R el i A e . - B4 B B A 8 Sh & EDd0 224065 525 AEE 02 252532 =
175 0 3 0 010 0 100 0 100
Enterobacter 0 5100 10 0 1 0 0 9 99 99 0 98 100 100 100 10 0 10 0 92 0 L 100 01 00RSE00 R DOF QORI OB LR ORRE D
cancerogenus
(L) 9 15 40 75 30 75 0 0 99 0 99 0 100
Enterobacter cloacae 0 5 100 100 0 65 0 0 97 9 95 0 98 75 100 100 93 97 100 15 75 25 ’g 13(5] }gg 133 1% 133 123 }gg 183 188 g 133 G50 o0 ool oioor 0. loRiooh 0B oot o0
Enterobacter dissolvens 0 0 100 100 0 100 0 0 100 100 O 0 100 100 100 100 0 100 100 0 100 0 3 0 0 9 0 9 0100
; 0 0 99 97 99 100 99 100 99 2 0 97 97 97 100 2 97
Enterobacter gergoviae 0 5 100 99 0 93 0 9 0 100 9 0 0 9510 938 55 98 99 0 99 0 Gl 10 100¢ 0. 100 1100% ‘o6 00 {oni &3 lof Lo} fo§ L0} "4l o6t e 7ir (o) oktoor 0”65 doNioo
Enterobacter 0 57100 9 0 8 4 0 78 91 52 0 100 100 100 83 9 100 100 87 44 0
hormaechei
100 100 100 100 100 100 0 100 100 ©0 100 100 100 O O 0100 ©0 100 0 100
Enterobacter 0100 100 65 0 0 0 0 0 8 8 0 65 100 100 100 100 65 100 100 100 0 Q1007100100
Infermediun 0 100 100 0 100 100 100 100 100 100 0 100 100 ©O 0 100 O ©O O 0100 0 100 0 100
Enterobacter 0100 00 0 0 0 0 0 0100 O 0 100 100 100 100 O 0 100 0 100 0
nimipressuralis 100 0 100 0 100 100 ©0 100 100 O 0100 O O O 0 0O 0 0 0100 0 100 0 100
Enterobacter pyrinus 0,729 86 0 0 8 0 1000 0 100, 43: 0. 0 86 100;100. 14 100} 100 0100 0 75 0 100 99 100 100 100 100 100 96 O 100 100 O 15 1 1 9% 0 0 99 0 100 98 100
Enterobacter sakazakii 11 5 100 99 0 1 50 0 99 91 9 0 99 18 100 98 99 100 100 5 99 0 0 0100 0100100 100 75 O O 0 O 0 0100 5 5 0 0 010 0 0 0 100
Escherichia blattae 010 0 5 0 0 0100 0100 0 0 0100100100 0 0 0 0 0 0 1 94 99 50 8 95 95 98 2 0 O 35 75 5 75 95 9 9 0 0100 0 95 0 98
Escherichia coli 98 9 0 1 1 1 0 9 17 65 95 0 3 0100 9 95 50 98 60 40 5 1 75 8 15 65 80 70 9 2 0 0 5 4 5 65 30 8 40 0 0 98 0 45 0 97
Escherichia coli BORE 95 0j s 1] i OE T AD RS5O N a0 S 011 00 15 5 93 40T L0} (A
inactive 0 0 98 0 92 9% 9 9 9 0 0 4 010 20 0 9% 9% 0 010 0 8 0 100
Escherichia fergusonii 98 100 0 17 0 0 0 9 5100 9 0 0 3510 9 0 0 98 60 65 98 O 0100 40 97 100 100 100 o7 0 0 40 0 8 3 97 35 78 0 010 0 98 98 100
Escherichia hermannii 99 100 0 1 0 0 0 6 0 100 99 0 94 0 100 97 45 45 100 19 40 0 0 1 100 99 93 100 100 100 100 25 0 20 100 O 25 78 2 30 0O 0100 O 100 50 100
Escherichia vulneris 0 100 0 0 0 0 0 8 30 0100 0 15 8 10 97 15 8 100 0 30 0 O 0 0 0 23 16 13 9 10 0 0 5 0 9 24 0 3 10 0 097 0 8 0 9
Ewingellaamericana 0 84 95 95 0 0 0 0 O 0 60 0 5 010 0 70 0 100 0 8 0 0 0 9 2 9710 9 9 15 0 0 7 0 0 9 0 70 15 0 010 0 9 0 100
Hafnia alvei 0 40 8 10 0 4 0100 6 9 8 0 9 50100 9 5 10 99 0 13 0 B0 10 10/ ol ol o 70t (0 10} " 08 ol 0j ol ol 0/ 30f 0 0f (01100 030 R 0K 0D
Hafnia alveibiogroup1 0 85 70 0 O 0 010 0 4 0 0 0 4510 0 0 0 5 0 5 0 33 99 98 100 100 100 100 100 100 98 2 100 99 98 99 93 98 9 0 0100 0 100 1 100
Klebsiellaoxytoca 99 20 95 95 0 9 1 9 0 0 0 0 97 98 100 97 100 100 99 55 100 99 25 100 100 100 100 100 100 100 100 100 O 100 100 100 100 96 100 95 O 0100 O 100 0O 100
Kiebsiella 100 9 70 100 0 100 0 100 0 100 O O 100 100 100 100 100 100 100 10 100 100
ornithinolytica %00 92 100 100 100 100 100 100 100 100 O 100 100 100 100 100 100 62 O 0 100 0 100 1 100
Klebsiella planticola 20 100 98 100 0 98 0 100 0 0 0 0 100 100 100 100 100 100 100 15 100 100 55 65 98 90 55 95 95 98 92 70 0 80 97 95 65 25 50 2 O O 8 O 8 0 100
Klebsiella pneumoniae 0 98 0 30 0 10 0 4 6 3 0 0 8 310 5 30 20 100 2 97 97
subsp. 0zaenae 25 20 99 99 99 98 99 99 98 90 0 99 99 98 97 9 95 75 0 0 99 0 99 0 9
Klebsiella pneumoniae 0 10 98 98 0 9 0 9 0 0 0 0 98 93100 97 98 99 99 30 99 90
subsp. pneumoniae % 100 100 90 96 100 100 100 100 O O 30 100 100 50 ©0 5 0 0 0100 0 0 0 100
Kiebsiella pneumoniae 0 100 0 0 0 0 0 0 0 ©0 0 0 8 95100 0 0 75 100 O 98 100
subsp. rhinoscleromatis % 30 100 100 100 100 100 100 100 100 O 100 100 100 100 100 100 20 O 0 100 0 100 0 100
Klebsiella terrigena 0 60 100 40 0 0 0 100 ©0 20 0 0 100 100 100 80 100 100 100 20 100 100 I 4 100 98 100 100 99 100 100 98 O 99 99 0 40 90 35 50 0 g}gg g lgg g:gg
Kluyvera ascorbata 92 100 0 9 0 0 0 97 0 100 9 0 92 96 100 93 98 98 100 25 100 O I £ 100 100 100 100 91 100 100 95 0 100 100 O § 81 19 gg g Sk e
Kluyvera cryocrescens 90 100 0 80 0 0 0 23 0 100 9 0 8 8 100 9 9 8 95 0 100 0 S R R R R R e R e S e
Kluyvera georgiana 100 100 0 100 0 O 0 100 0 100 100 0 83 50 100 17 83 100 100 33 100 0 % 0 100 66 100 100 100 100 100 0 0 100 100 96 3 93
Leclercia 1 0 0 4 0 0 7 97 93 1 66 100
eij;ﬁ’a,my,a,a R b il DioEad ke S B 010 0 0 08 0 0O O 0O O O 0 17 100100 O 0 0100 0 0 0 0
Leminorella grimonti 0 100 0 100 100 0 0 0 0 0 ©0 0 0 0100 33 0 0 0 8 0 0 B I R S e A e e
Leminorellarichardi 0 0 0 010 0 0O 0O 0O 0O 0O O 0O 010 0 0 0 0 0 0 0 EA1002. FOX 30 V0L ROR (OIF 107 A0F- 0
Moellerella 010 0O 8 0 0 O O O O 0 O 70 0100 0 100100 60 O 0 100
. 0 98
wisconsensis RGO (0] foF (0) o) {0} (0F (0} toi fo; 0l 0F 5% l0MFlosiENOl 0ji (04008 0M10
Morganella morganii 95 95 0 0 20 95 9% 1 0 9 9 0 9 1 99 9 1 0 0 0 0 0

subsp. morganii
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Organism £ 02 65 50 §T LS FE L A2q000 8BS ol Gl = 1ds @@ b ‘@t . @ 16, S Rl C 5 1Bl PR el s A e 528 258 2 6 62 42 0 O
Salr;:#ellaserotype 010 O 0/ SO7 IS 0SSO TING8 SRR SN OSNO7 A ¥ M0 S0 181 000 IS =S OIS 100 RRE0 IS0/ R ): | B o0s > 0F o) iy a2 00 0) (0} ii0fE D004 Hio) 20MiEoR00% L0F 010 1008 0 | 10, "0 100
I
Serratia enfomophila 0 20 100 100 0 0 0 0 0 0 100 100 100 0 100 0 0 100 100 0 100 0 ' 2 0 0 0 0100 4010 ©0 0 0100 0 60 O 0 100 8 20 100 100 0 100 0 100
SN O o B OO R0 OO 0 SN0 s 0 00R1 00 0 S D1 00 SR 01 1 0B DS O 1 CORIR0) | 55100 100 70 35 100 100 100 100 8 0 100 40 100 0 0 17 40 77 100 92 8 100 0 100
Serratia fonticola 04100/ “935r O 0 18 0100 0 97 91 0 70 8 100 79 97 21 100 91 100 100 |' 20 100 100 100 76 97 85 100 6 91 0 100 98 100 8 O 58 15 0 0100 0 100 0 100
Serratia liquefaciens 1 93 93 90 0 3 0 95 0 95 95 90 9 2100 75 10 98 100 0 97 5 S0 95 93 8 15 98 100 100 5 5 O 97 75 0 95 0 75 40 8 85100 0 93 0 100
Serratia marcescens 15820498 15508 = 0/ 16081091 0S99 R9 7SN 90 8195 S R 00 55 RN 00 SN0 B 0 SR 05 40 BE00 (0 2% (011196 17 1991 F 58 0 Fapiio5) f0is 0t 950k (7550 1198 RO8R (OB IN0T 1954 0199
Serratia marcescens 010 60 30 0 0 0 5 4 65 17 30 70 0100 O 4100 9% 0 92 30 B 0051 005 1105 2050080, 10035 412 05+ 0796 B0 EE 0792 0 M0/ S0 41 75 SR80 8E 83 015 k7554014100
biogroup 1
Serratia odorifera 60 100 50 100 0 5 0 100 0 100 100 95 60 0100 0 70 100 100 0 98 50 <30 100 100 100 95 100 100 100 100 O O 95 100 O 40 5 100 60 35 100 100 0 100 0 100
biogroup 1
Serratia odorifera 50 60 100 97 0 O 0 94 0 0 100 9 19 0100 13 97 0 97 0 45 55 20 100 100 7 94 100 100 100 100 O 7 40 9% O 50 0 100 65 65 100 100 0 100 0 100
biogroup 2
Serratia plymuthica 0 94 8 75 0 0 0 0 O 0 5 60 30 0100 40 8 100 100 0 94 0 =0 65 100 94 0 94 94 100 88 70 0 8 93 0 50 0 100 55 70 100 100 0 70 0 100
Serratia rubidaea 0 2 10 9 0 2 0 5 0 0 8 9 25 94 100 30 100 99 100 0 99 99 20 110 9 1 9 99 100 94 1 0 94 9 8 20 0 70 80 99 99 100 0 100 0 100
Shigella boydii 25781 00058 0410/ 888 (A8 0 0/ 0 18 o S O R0 SIS0 S 157 0 SRARO TS 0 070885 I 0 SR ) R 4n 04 0. .1,20 .11 (85 0. 0..08 015, 0505 7050, 0 0. =0F100, 0" 10" 0 100
Shigallaidyeantariash e 46 G900 EI0- S8 0/ S0SSS0 S0 S 0/ 0 SR 0/ 0 S RS 0 S OB O | I 1 0TSO SR 0SSR ) 05 00 30/ 1500 An00=e 0N 0 00 0SS0 10 S0/ 7500 ER 0809 - 0] $30% 10100
Shigella flexneri 0. 100, 0:. -0, 10 8. <40 0 5 400 5301 100 0 100 3w sl SE 35 at et D BRSO 60 400 570l voReEsEono M0 Soltiss T R 00 0. 30/ 8= 01000 0 BAEE 04100
Shigella sonnei (055100230 800 SRR O FSEI0 SN0 WOV 0R SR 0 SRl 0 SR 0 1 00 SO SR T OO IS 0 BRI O () N g5 Bl g1 751 gnieeE of 0 R 5 R 0 8 0 0 o5 S 0 50 G007 04 L0100 10 2908, 0100
Tatumella ptyseos O 050 58 S () (A 0 B o) I )/ S )/ )} S () ST 0 () B 1) 551 610 S8 O B 06 S O I O R 5 5 M IO B0 sl oo uiligEEn R e oo e 0 S0 o5 SEI0 7 0 /01 082 010k 98 {0 FR04T (07100
Trabulsiella guamensis 40 100 0 88 100 0 0 100 50 100 100 0 100 0 100 100 0 0 100 0 13 0 0100 100 O 100 100 100 100 100 O O 40 O O 0 100 50 8 0 0100 0 100 0 100
Xenorhabdus (1 MR e R ST S R IS N TR S R Rl L R B0 0. 0000, 8000 AR B0 BE00 6000 00 (GinS0960) 0100 3000 208, Dt 05-60/-60
nematophilus
Yersinia aldovae 08B0 0/E S 0 B0 S0 00 S ) 4085 SO 0 SR 0510 OB ) R0 R S0 IS )RRl O BRI 0 BRG0G0 0.0 foruanilsosE0 =D S0 0RO S0 R0 0T 00 ORI O 0 €100 280 LEFDREE 01100
Yersinia bercovieri 05100580/ 0RO IR 6080t 0 S0 80 B 00/ 0 B0 = (0 S 0= 0 O I 00 SR 00 S O RSE 2 O RS 0 0100 100 O 0 100 100 100 100 O O 20 O O O 0100 0 O 0710 0 8 0 100
Yersinia enterocolitica 50 97 2 0 0 75 0 0 0 9 2 0 2 0100 5 5 95 98 0 2 0 B 99 0B fiis i 75 70N og iy M0 S0 o5 R0 s g0iit0l g5 E15% <550 5508 (0] o5t T 10 1100
Yersinia frederiksenii 100 100 0 15 0 70 0 0 0 9 5 0 0 0100 40 40 100 100 0 9 0 20 100 100 30 99 100 100 100 100 O O 85 ©0 100 8 5 55 15 55 0100 0 100 0 100
Yersinia intermedia 100 100 5 5 0 8 0 0 0100 5 0 10 5100 18 35 100 100 0 100 0 15 100 100 45 100 100 100 100 96 77 0 100 80 45 60 6 8 18 12 0 94 0 9 0 100
Yersiniakristensenii 30 92 0 0 0 77 0 0 0O 9 5 0O 0 0100 22 8 0100 0 15 0 45100 77 O 0 100 8 100 100 0 O O 0 45 70 0 40 8 0 0100 0 70 0 100
Yersinia mollaretii 010 0 0 02 0 0 0 8 0 0 0 07100 0 40100 100 0 20 0 D100 100 O O 60 60 100 100 O O 0 0 ©0 2 0100 0 0 0100 0 20 0 100
Yersinia pestis (S FORRNI0 S 0 RN 0188 5 SO SR 0 S80S0 S 0 0S8 0 SN 01 00 M= 0 N S 0 88 O 7 R 70/ 1 50 00110 L a0 a0l 00 0 0" 0R R 508200 50 80 = 0 S 0REI0 0 T85O REDER 0,100
Yersinia 0 100" “oi e "0 @5 9 Te 0 60 e 00 (0100 ‘o 0o e a0 o 25 Wi 9 0 50 15 70 95 100/ 1005 0 0' 0 95 700 0 50 0 5 © 0 0 e 0 700 0 100
pseudotuberculosis
Yerrsinia rohdei 0’ 62' 0¥ 0! 82T 07 e @ 25 oM e 0 “oel %90 Yo'ioaiaop %o o YD 0100 100 62 O O 38100 25 0 O 0 5 0 3 0100 0O 0 0 8 0 5 0100
Yersinia ruckeri 0.9 10, G .0 0% 0.8 5 10000 30" 15 0 100; -5 0 0100 @ -0 0 RG01 51005 16110 5 95k MO bR INE SE 0INSIC RS 01 01030 ) 0 130/ B0[SS0 STAD TS 0. 0 150 <0100
Yokenella regensburgei 0 100 0 9 0 0 0 100 8 100 100 0 92 0100 100 0 0 100 0 8 0 0 0 100 25 100 100 100 100 100 O O 67 92 O O O 0 25 0 0100 0 100 0 100
(Koserella trabulsii)
Enteric Group 58 010 0 8 0 70 0 100 O 8 100 0 100 85 100 8 30 0 100 8 100 0 0100 100 O 100 100 100 100 100 55 O O O O 30 0 60 45 0 0100 0 100 0 100
Enteric Group 59 10 100 0 100 0 0 30 0 60 0 100 0 8 90 100 100 8 0 100 0 100 0 0 0 100 O 100 100 100 100 100 10 0 100 O 10 10 60 5 50 0 0100 0 100 25 100
Enteric Group 60 0100l S0i# 0l 0" 50 = Mo i 0 F100 758 M08 0 100100/ 001 H0 #0" 5080 ¥0 S0 JIR= Fo5kEt 0 Bil7s SR 00T 008 S0 =00 R ORER0ERE0 =75 SR 055 B0 S0 IR0 S1005 50 = 100 =10 100
Enteric Group 68 010 5 0 0 0 0 0 0 O 0 0100 010 0 010 100 0 5 0 SRR 00210 irl0 i) 0 750/ 10 0T 0 S O DRI 0|65 DIIERORES0UE 0 B8 QR0 100 1001 0 G0 2014100
Enteric Group 69 0 0100 100 0 O 0 0100 100 100 O 100 100 100 100 100 25 100 100 100 O 0 100 100 100 100 100 100 100 100 100 0 100 100 O ©0 100 0 25 0 07100 0 100 0 100
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Organism £ 52 2826 AR rSrE LI Ee 0 0Sz GRS A A A B B 2
Morganella morganii 50 86 0 OIFSZE 0088893 220 R (/S 645 70 MO0 RNE 0 {00 = 86T 0 {47 DEORRI0R 0
subsp. sibonii
Morganella morganii 100 95 0 OISS5 31 001 00 ST 00 IS0 S 6 0 FS 0SS 0SSO0 BN il 00/ .0 3 NS (/1 0 IS ORI () SR 0189 ()
biogroup 1
Obesumbacterium 0ABIT 580 00" 0 SSERORST0 "1 008804100 S0 = 04 F 0/ S 01100/ SO RSN 0SSO RS E 0 I ORS00,
proteus biogroup 2
Pantoea agglomerans 20 50 70 50 0 20 20 0 0 O 8 2 35 65100 20 40 75 100 15 65 7
Pantoea dispersa (01552 88 64581 (0 S0 S S O RIS 0SSy 0SS () 11 00 S 0/SR 82 88N 0 18 /00 SR ORUSE /SN TR (0 BSE OIS 08 0
Photorhabdus BOMSI 08 08 5081 0 /25 OSSO O fiNs 051 0088 50 ASH 0SSO 75 s 0 R0 AR OSSO S ORI 0 F S 0
luminescens
(all tests at 25°C)
Photorhabdus DNA (O/SN O R /4 00 BRER 0 50 S O/FSNR 0 S O S ()38 1 008 801 2 0 RIS (8] 0080 SRR 0SSR 0SS 0 RSN O IR 0/ SRN )
hybridization group 5
Pragia fontium 0 100 O 89IR 80 RS 0 22 88N ()00 AT 00 RES 0SS 0 S O/ 00 B 05 O F IO IE 0 B 0F S8 78 8810
Proteus mirabilis 2197850/} 65108 SR8 SO SN0/ 99195500/~ 08 1 2 S 1001 OB LEIF 15RO & K0 SRR (0
Proteus myxofaciens 0S1002°1 0088 505 HO0ST00 1008 S0 {0 =5 0/-100-1005-100/" 10/°100" 1008010020505 #0 50,
Proteus penneri 0 100 0 0)°:30" 100:% 9955050, 028550 99801002045 1 100 07307 =30 0
Proteus vulgaris 98 95 (08801 51NN 0588 05 SR 0 (SR (S0 SRS 0 I 05 3% O 1 RSSO0 BN /81100 S8 B BRSO T8 0 7 Sal () BRI RS 5,88 0
Providencia 99590 O;fEE 98T 0RO/ 8 S (R0 ESAU O 0251 00 N0 21005 851 S0 SHT51E U2 SR 0SSl = 08
alcalifaciens
Providencia heimbachae 0 85 0 QS n 0SS 08100/ S50, =10 S 0/RS A6 058 58 S8 50 =1 00 0= 0/S S 0} BED O HI0ENGD
Providencia rettgeri 99,493 (045 9510 SR 08I OB BENI02 0 SN0 04 S (R 97 (0 5100/ 10N 265151 008N 0 50,100
Providencia rustigianii 98 65 OSRET 510 =01 00/ 10 O SN0 830185 0 14100) = 10/ 100/ 5355 #0518 08 R0 H0 80
Providencia stuartii 98 100 0/KEF OIS0 B0 RS O5RERA() 0 SN (SR 85 28 () ST 00 IS 0100/ 55 /8051 50 NS DRSO SR o s i 5
Rahnella aquatilis 0H882100/8E 0450 0/8% 05 (IS0 HOR= 02 6= 0 =0/10015100/8" 981 100/F:100/45100 #=88 100560
Salmonella bongori 010 0 94 100 0 0 100 94 100 100 0 100 O 100 94 0 O 100 94 0 O
Salmonella enterica 1881 0080 SRE 008 IG0 N0 A= 018899 =70 S 100 SN 00 S 0 S S8 0581 00 =99 R 578 SR 00 SR ORI 0/ = =0
subsp. arizonae
Salmonella enterica 2151008 50/ 9815 1990 0 99 =708 99T 09 04 i1i *957100 #9985 i5{ 100 ¥ 0ISN0;
subsp. diarizonae
Salmonella enterica 1881 008 0B 9518805 S QR 98A 702978 = 955 0RO IO 100961 S1E S Stk 510055068 R0 & §0
subsp. enterica
Salmonella enterica 010088 HOXFEG8/100 2 05100, 7055 10052 1983 07 =955 {0 100100/ 1I0/F 10/F 198" 0! 601 {5
subsp. houtenae
Salmonella enterica OfET00SRSHOIIGT 89500/ SO 0171 00246751 005F100 05510~ +{0/*10018100/¢ 12245 1Ol 100167, H0F "80
subsp. indica
Salmonella enterica 20100/ 0/8%100/5100 SN 0SS 04510035190, 100/ " 989238510 195510041 001 * 15 51 F5100 4 90 B WIS 1080
subsp. salamae
Salmonella serotype OREI00= 025 IREE0 A 0/8 S 0f £ 952:56:551 008 = 9507 =01 {0/ 100/ 950/ [0)1~:98 1" 35/ 0 40,
Choleraesuis
Salmonella serotype 0 100 0 OIR100 SN0/ 01 90RO Fe1 ORS00SR0 =100 S0 0/SN0/ 35100190 SR KI0 0
Gallinarum
Salmonella serotype 0 100 0 O 0 O OB R0 51 SRR 058 S 5300 075100 99 (0SS 0181 00 R 90 R0 /S S§0)
Paratyphi A
Salmonella serotype 0 90 0 DRS00/ SR OFR 051 00 =10, 80550 =080 (015100, 490 S M0N0/ {0045 X0 H(0/ = 0!
Pullorum
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